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Background 
Hepatitis C Virus (HCV) is an RNA virus transmitted parentally, vertically and sexually. It is up to 4 times more 
infectious than HIV and requires less exposure to cause infection. The WHO estimates that 170 million people are 
infected with HCV globally, with 32 million in sub-Saharan Africa. 
 
Serological screening for anti-HCV was first introduced in 1991 in the blood transfusion services in South Africa. 
Individual donation nucleic acid amplification testing (ID-NAT) was introduced in October 2005. 
 
The aim of this review is to analyse the 10 year HCV data since the introduction of ID-NAT in SANBS. 
 
Methods 
All blood donations were simultaneously screened for anti-HIV, anti-HCV and HBsAg on the Abbott Prism and HIV 
RNA, HCV RNA and HBV DNA on Procleix TIGRIS (Hologic). Residual risk was calculated using the window period 
ratio model and the risk day equivalence model with a 50% minimum infectious dose (MID50) of 316 virions. HCV 
positive rates were analysed by gender, race, age and geographic region. Chi square statistics were used to 
determine significance. 
 
Results 
Between 2005 and 2015, SANBS collected 7762283 donations of which 483 (0.006%) were confirmed positive, 22 
(0.0003%) NAT Yields (NY) and 138 (0.002%) Serology Yields (SY). Of 483 concordant positives, 305 were males 
and 178 were females, yielding a prevalence of 0.0056% and 0.0066% respectively (p=0.08). HCV prevalence was 
highest in Black 168 (0.0108%), followed by Asian 32 (0.0051%) and White 251 (0.0049%) donors (p<0.05). New 
donors were more likely to be HCV positive (0.0368%) than lapsed (0.01235%) and repeat donors (0.00037%) 
(p<0.005). Geographically Northern Zone had the highest HCV prevalence (0.01%) followed by Vaal (0.0076%) 
and Egoli (0.0071%) (p<0.05). Overall prevalence significantly increased over the ten year period from 0.0042% to 
0.0062% (p=0.035) however there was a significant decrease in HCV concordant positives in Black donors from 
0.0198% in 2006/07 to 0.0087% in 2014/15 (p=0.027). In contrast HCV NY increased in White donors from 1 
(0.0002%) in 2005/06 to 3 (0.0007%) in 2014/15 however not significantly (p=0.47). Confirmed positives were 
highest in the 51 - 60 age group at 0.0097% (1:10286) and NY's were highest in the 20 - 25 year olds at 0.0008% 
(1:119660). Residual risk (when using a MID50 of 316) was 0.089 per million donations. 
 
Conclusion 
An additional 22 HCV positive donations were interdicted by the implementation of ID-NAT. Although there was an 
increase in HCV prevalence over the 10 year period it is assuring to see a significant decrease in the HCV 
prevalence in Black donors during the same time. The geographic distribution of HCV differs from HIV and HBV 
being highest in Northern, Vaal and Egoli zones rather than in Mpumalanga and KwaZulu-Natal. Confirmed 
positives were higher in the older donors (51-60 years) but new infections were higher in younger donors (20-25 
years). HCV residual risk (RR) was found to be 90 fold lower than HBV RR and 3.6 fold lower than HIV RR. 


